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L. 5195, 45 B3 51 YA N 51, HAREE T,

Y BIN 5" ~ATTAGCTTGACGTACAGACAGTCG-3'

Y51 5 -TCTTGGAGCAAGGGTGATACGA-3 .

2. BRI EER L FTIR 51 AR5 i Sk A A 2 5 BOR AR Sk R B2

3. WIBURE SR L FTIA 59005 A0 ] 48 %5 e M Sk i 7 25 BORAR SR R S 1 R A

4 PR B A0 BCR L SR LTIl (1) 5140000 %8 8 M Sk AR AR 275 BORHR SR K T V2, HURrAIRAE
T AR T DR

(1)DNAJZER ,

(2)PCRY™HE,

(3)HL Ik I

A R UKL I 45 2R HH 6 20bp K /N IDNASE Y, AR UG Sk e M oA Sk i e AR 2 5 BOK

5. AU EE R AP B T7 V5 HAFIEAE T, Frak BIPCRY™ 38 5 R A 20y -
2xPower Tag PCR Master Mix 10 pL

10 uM _F355 14 1.5 ul
10 uM FUE5 149 1.5l
20 ng/ul 54 DNA 3uL

ddH,0 4 uL.

6 . IR R ZERAFTIR I T, HAFEAE T, Bk BIPCRY 34 2644 «

94 CTRASME Tmin ; 94 CASVE45min, 59 °CiR K 45s,72°C WA 2min, FL30MGEER ; 72°C E {8
Tmin;4° CIRE .

T NSk AR A 25 R Sk A 4 5 PEDNA A B, i 44 N SCAR L, HARFIELE T, Z1 1 SEQ
ID No.lPfm.

8. WIBUREE SR T BT ok B M Sk AR AN 2 5 PR Sk 3547 e R HEDNA v B A N o A i AE 4
SE MR RN 275 BORGR Sk 1 R
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£ ERRKBERAR2 S AR 5| IS B T3 7%

B GuE
(00011 AT W J oy 545 5 AR U Fp il A 0 S — Rhis e e S i 24 25 UK Sk I
SIS BT iR o

HRREAKR

[0002]  Jf=k%h (Hericium erinaceus), X AUMESKTE , R KIAMEEUR L MG 4 MR A«
KoM, &P E SN AT R W R A SR T O Sk & — P R 2 &
B, H AR MR T T 22 3R] N2 B8 NS AR 3 &, M Sk it gt N 1 i 5K
BE, H7 e AR DL G Mk Sk 2k 10 5 37 A 2 AN B I o TR M Sk T 3 2 238, ) e
1T 3 75 SR A N AR5 IE R Je

[0003] [ A5 4% Sk 2 ™ MV ) BROGEURJR  o6F ™ B R Sk o A BT B U R SR nia v AH HH
TR Sk s o P AR B B e R B IR AL R S A E M i 3 R M R 4, R R 4
by 5 PO G 8 A7 A, BN T Fh SR RIS, AN UK H 45158 1 Sk o AR = 3 f A
B (R R 2, 20 1 A Sk 2 7 VR 47 B2 (R A e o DRI, SRS — B o AT & L PR (4
A Sk T o PR 4 AR R 2 o0 7 B R B BN AR Sk s o B ) I EE T, EUR A
A7 T 7 S PR A5 VAR 7 AR A S 1T A T A o 5 R 2 I 1) AR A B P R, e A
i (N LSRN SUIE-S7 ko N A

[0004]  whAx[E YLl A ORE , B HIEL I RS PO 6 BE A2 S k899 Mk 1
G2M5.496 K T G2M5 . 497 Sk 15920 RSk 911 MR Sk 5991 ek i ne e £ KRk
We=k6'T i IR SR T HESKBT -5 AR B SR 1 RSk 15 1975 o AT I SO Sk 7k ot P ) 245 ) 3
WRHEAE Sk s TR 22 TV N SEAR TR A 1) 70 MRS AR e 1 A B AR A S S RA B AN [ B R [
RAMFE DU N, (HH T X Ee 775 5 52 P88 N R A AR BRI s2 M, I HL R 8 W P E
AT 2, {15 P S Ok R A

[0005] H APk, —2E-TPCRIY 7 FAricH R WRAPD(Random Amplified
Polymorphic DNA,BEALY 1922 & EDNA) . ISSR(Inter—-Simple Sequence Repeat, faj 5.7 %)
HEX AP 2 &M ) MISRAP(Sequence—Related Amplified Polymorphism, IS4
W2 AV ) AR T 7 sk s 1 P BT B B A 2 RE T VBT BE S R AT, AHN T o Rl S
Sk g PR R A3 A Sk vt P R) 1) 2 25 B AR 2 o 00 L, IR 28 9 F ARt B AR BT R F I 3
LA 51, HPCRY MK TEAN R 2 2 22, i HLARR A &, IR 3R AN IE A T
S, RA R A AR OE VR T BIDNATR SR e A B8 B 1E T2 008 Sk 2 b AP AE A PR
[0006]  CN101985657TANF T — PRI 43 FFRC B AR % e Sk i T Mol £ 773 ARG
22 1537 S , FEIR AL DNATK $ HL , SCAR-PCR 43 47 10 (¥ 46 I 22 57 A SCAR-PCRF= P 1) A6 911 o
5 FH I & B A FF 16 20 5 S PR 5 L 0 EF 2/ R2Ar ) 51 gk AT PCRY 3G, Ak 7 11 Pl £
fIES 387 H) N 37 Lbp o CN101402994A N FF 1 — PR 43 A 0 AR 5 7 M Sk 6 B P AN 1)
J7i%, BAR B IR 5 CN10198565TAH AL, M5 At & BH A FF 1) 43 5 J PR 51 3 AT PCRYT 3,
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TSk e T A RS A AR 37 0 4 14bp o

LZHRRAE
[0007] AR EAHRME T — RS AR Sk AR 25 BOKMESL B 5 1% 1% 514 S 1tk w1, R A
Z G| P ATPCRE 5 , BRI, PR e o
[0008]  S|¥pxf, 45 LIS T IEGIY)
[0009]  Fy#5EI4:5" —-ATTAGCTTGACGTACAGACAGTCG-3' ,
[0010]  "RyEEIMN 5" ~TGTTGGAGCAAGGGTGATACGA-3 o
[0011] R FBIARY 32 5 (Sequence-related Amplified Polymorphism,SRAP)
A3 FFRICEARA MK 28 TR 5 B 43 25 AT ER 2 MR 70 o SR AU B0 Sk 2 ot P ) T 22 35
DRI ZHDNAFE N SRR , FH K 2 SRAPFE AL 51 0% HEATPCRY 38 , 3 38 7= 4 FH Bt e WA ke s o, Sk A 00
e T B B A 2 R4t (RS TEAEAS 2 5 A0 KM KA 1 e 4% i R A ) I B4 — %t
WA ZE T 2 AT VIR AL, 8 Fa e B 31 vl B 28k B 38 25 0 7, FIr#3DNA v BUOK /N6 20bp
HWE 7 Za0SEQ 1D No. 1HoR , iZDNAJy BONMRAN 2 5 R OR MR L 3545 5 7 P DNA J B o FH 1%
RESPEDNA B BOs TS B BTk 514
[0012] DA Sk s B AT AH DNA AR, R Ik 51 ) AT PCRY 3 , AR AN 2 5 MR L Al 2
E FR15620bp K /NI R 7 PEDNA F B, 1 oAt A Sk 2 5 P20 AS BB 3R 15 % S PEDNA B
[0013] Ak B M AR T Bk 51 0a 78 45 e M Sk e 28 2 5 BOK AR S R I R
[0014] R AHIRSRAE T BTk 510 WL il & 45 5E M Sk T MR 2N 25 BOKHE S B A & v 1) B2
FH o Fir 3 w551 5 A0 455 BT ik 514060\ DNASg B 57 , PCRET ) 58 6 9 22 VL ANTP &5 AH 9% i
o
[0015] A BHIEHefit 7 ik 5|9 % @ ik Sk e AN 2 5 BOR M SL W i s DU T 2P 3R
[0016]  (1)DNAHZHY,
[0017]  (2)PCRY™IH4,
[0018]  (3)Ha ykAG I,
[0019] 5 HH wicRS I 25 R HH E6 20 bp K /ZNPIDNAZE 7, TUIASR UVAEE Sk 2 o Bl oA AR Sk AR AN 25
LN
[0020] AR VA8 AL T4 38 51 MR #% , 2 T DNAFR R . PCR s A R A1 e BL4% A4, DA
JFL KRR I 5 353 R g B A A T VR AT
[0021] L], A& B BT IR PCR I B4R Z2 2 At

2xPower Tag PCR Master Mix 10 uL

10 uM 3575 1.5 uL
[0022] 10 puM Filg14 1.5 uL

20 ng/uL 11 DNA 3uL

ddH,O 4ul..

[0023] H 12 XPower Tag PCR Master MixMBEIL i B B wEWHEH ARAGR AT .
[0024] PR AYPCRY W& M : 94 CHIAZME Tmin ;94 CAF 4 45min , 59 ‘CiB k45s,72°C Wi
omin, FE30MNMEFF ; 72°C WM Tmin s 4 CARIE
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[0025] | FHETIA BIATY Ak R AR 2 5 BOK AR SR 3R 15 09620 bp ¥ DNA v B 7] LAE A8
SRR 25 NSk A e S R DNA AT B B I FISEQ 1D No. 1R

[0026] A BHIEHRAE T Frid e 5 MEDNA B BOAE N 4 FARie 78 %5 8 M Sk i A8 2 5 BOR AR
SkH IR A -

[0027] 44k, 78 Frid 45 S PEDNA B BER S 6tk B, % Bk 51 % BE4T A BB 4 38 N o8
b, ZPCRY G AIS 0 2 R A2 5 e fe m PRI e i B, T DA T e iR 2N 2 5 8L
KAk

[0028] 7% 2 W] 51 4 oaed e Sk A 28 275 R0 R MR S HE A 0 S5 M 43 i, R AL Bk 5
PIRE B PCRTT 123K 28 s M Sk MR AN 25 BROK R Sk , B A A WU ) 4 1 Pk o S 75 2 I L B
PRI s, AT DL T B ) RS

B 1352 PR

[00291 W 1N R A A B 7m0 SR Sk i R AN 25 L RM Sk 5 LA e S s A i
ATPCRY A R AL VK I, He o DSk i AR 25, 10 KAk 5 2~ 9 1 L~ 15 H B 1R Sk 1k
b B, MOYDL2000 DNA Marker .

BRI HES T

[0030]  SEjiif5i1

[0031] | FISRAP 73 F FRicH AR XS 15 PR Sk 2% 32 A8 5 P 1) 2 F S B TR R MR AT AL - 32 HX
MRSk e v PP ) TR 22 B DR ZH DNAYE AR, FHOK S SRAPBE AL 51 X #EATPCRY 38 , 438 7 1)
FHE0 JIE R 5 PR L R DN B¢ i e 49 B AT 22 S 4R (DU Sk i AN 25 RO S A i
i PR ) B G 1 2 e A AT TR I, SR S T 4 B b B A Ik 250, i
F5DNA T B K /N A620bp , HBE R FEFIWISEQ 1D No. L7 , iZDNA T BEAMEA 25 A1 Sk 3
R RPEDNA A B

[0032] B A A AN 2 5 RIORMR L AL A S DNA JFy BOs o 1 00T S 51 P 31
[0033] L% 514 :5" —~ATTAGCTTGACGTACAGACAGTCG—3’

[0034]  RyEE|I4:5 -TCTTGCAGCAAGGGTGATACGA-3' ,

[0035]  F|¥HH AN TR ARARRA 74 .

[0036] DA 150 = % i i Sk 7 F10 35 DRI L DNA A AR R , 1) BT 3 51 961 34T PCRY™ 184, 1A
25 AR Sk AT 2B 3436 20 bp K /N Hr 5 HEDNA 7 B, 1 oAt 6 Sk 6% R I AN RE 3R A9 1%
RS PEDNA F B

[0037]  SEjifif5]2

[0038] (1 )%k % L P2 DA 2L DNAR) $2 HX

[0039]  HX AR MM Sk 6 TR 224450 . 03 , INVR AV IR BE T , R FH 3 20 sk At 4 2 DR 2H DNA S HX
IR (DP3111,BioTeke, b 5% H 2 s AE T AAT FR 24 ) ) $2 B LA ZHDNA , 3RAF MR Sk 2 (R ol
(1) 225 [K] 20 DN AKE $2 4 o A FH £ i 9 5% Je L Wik ATDNA /RNA %R 4h 43 S6 )6 1 (Nanodrop
Technologies, USA) il B 75 DA AH DNAKE S 470 () 58 % 4k 2 2 S iR &2 . 0D260,/0D280> 1 . 8[#)
DNAFE b T J5 SEPCRYT 3 « DNAFR B T-—20 °C UK AR I 5 46 FH o

[0040]  (2)PCR¥ 3
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[0041]  PCR/ MV : 2 X Power Taq PCR Master Mix 10uL,10uM b FJfEs 5 5100k &
1.5uL,20ng/uLAEHRDNA 3ul,ddH20 4ul.

[0042]  H I MfELife ECOMY 3G (Bioer, BisNIE HBHE AR A R)) BT 938 %
.94 CHRAF M Tmin; 94 CAF E45min, 59 CiR k455 ,72°C L 2min ,, 2L 30N GER ; 72°C LA
Tmin;4° CIRE .

[0043]  (3) Byt i 4 HC HE vk i P Ak 0

[0044] U 38(2)PCRY 347 M50l , 5 1ul 0.25% IR 2 2 MBI ), SRET 1.5 % 5
HERESERE FREFL, T 1 X TAEZZ PP , 5V / cmd N B L WK FHL UK 45 )5, 7250 . Sug/mL EB
(R K P et 30438, S8 5 A0 FH SR B A0 2k B 3l BB A 40 AT {X (Chemi Doc XRS imaging
system,Bio—Rad,Hercules,CA,USA) AT 2L FIREAH .

[0045]  $zHB IR T57k, 43 BT R — B 15 Sk 6 K M3 T A I %5 , 45 R W 1.
[0046] K IMELER Fidn 5 S BHR

G | MRk R A
looa7] |- Ly 2 5

2 I3k i 99

3 W3k 4h G2M5.496

4 Mk i G2MS.A497

5 WSk 1k 920

6 Wk 911

7 Wk 99-1
[0048] i ﬁ%E

10 KAk

11 Wik 6%

12 Wk g

13 2k BI-5

14 b I S ok

15 Piskik 19 %5

(00491 w1 o » 4t ‘5 9 L AR AN 25 NG 5 D9 10 AR th o 38t 17— 45 TE M 915 . >
&R/ N620bp KRR SEDNASK S » 111 H AT 5 AR Sk 2 (L Rl R ILAT K /1N6 20bp R 4FERDNA
S A RAT AR B 26 7 A n] AR B R 1 R S PR IE TR 25
BRI 4 ], FLAG S T S Rr S PR AR
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[0001]

SEQUENCE LISTING

<110> T folb Rl a5 B
<120>  BEEMRSRIRIEA 2 BBk G R By ik

<160> 3

170> Paieniln version 33

210> 1
<271z 620
<212 DNA

<213> W%k (Hericium erinaceus)

<400> 1
attagettga cgtacagaca gtegaggceat gactcacctg acacgegaaa gecaaatctg 60
cegectetac ceaalgatee agecegteeac tgggtegaca ageagactig cetgeatate 120

gegcatcpaa tgeaalgaca ttataattat tetatatecg cggategteg aagtgatiat 180
gtaaccatgt cgagtcgaag aacatggget gtageatgat tatggtepge ttgtgcgpot 240
cgaacccact cacgatgtit gtggtegagt tegtoatgta cecagatggaa geatagtegt 300
cglgagegal gaggicaaca lalgocalag glatigatet gecglopcga cggalaglot 360
agtogatece stoteottic cettgecgac-ctoggaaapg-aagatpoptag tegtasatet 420
agaggaagac gocgtagecy cltcagtita ggétiiggop ateacapgct ttgcaggect 480
ggagatataa aggatogact ctacgtaage gatcacaate agegogetet clgegtegte 540
acagattcaa acattcagac cggaacggac ggegtttoaa aaccagptat gateteaatc 600

gtatcaceet tgetecaaca

<210> 2

<211> 24

<212> DNA
213> ALfp4l
<400> 2

allagetiga eglacagaca gleg

620

24
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[0002]

<210

<212»
<213»
<400>

3

22

DNA
NI
3

tgttpgapca aggpetoatac ga

22
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