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L. Pioff Sk 7 DNA SR T2 B3 ) A 22 % %68 58 T i R iR AR T« MK ABNCB T+ M Sk 75 B
tubulindE R4 K% T — X 51 #Betu-F1:ATGCGTGAAATCGTCCACC. Betu-R2:
GAAGACGGGGGAAAGGAAC , A FHIX X 51 9% B B8 Be b AT §7 38  T-A S B L3, I e 2l
(K F 45 G primmers . 00 Ho#EAT B 1, 43 206 20 P 71, FIBLASTH A ) B — JE 21 3047 1%
XF, R ClLus tal Wi A 207 FURI AL IR 3 F3EAT 2 B LL G, R AN SRR AR 7 51, F0
REMFFNBAT 2 EPFILE XS, 7Ll F R FMEGA 5. 1R94B821%ENeighbor—Joining 4 &2
RAR BN BT DNAZ I 1) 22 2 PEAT £, BT 0T 2 A VAT s v A Sk i S PP &
JEDNAZE ISR 5140 , I 5 M) EAT PCREE 58 , 45 SR RO A AR Sk i RTOY = ANDNASK RS 5
IR HH ) = ANk TERTOII DNASK LB 7 51 5 GenBank B4 FE 21k R0 & A M Sk 1 B~
tubuT inBEA I 77 AT BT, RIIX =AM TS P90 5 O KR I T A 4% Sk 2 e 31 [R) 47 £
7, DRI B I =AN 72 51 AT DAAR S R A Sk 2 RTO -5 H A (A% Sk 2 i B X 43, Fir AT =
I AT DL E A B R TR TN B R 4 TS .

2 VBRI EE SR LT IA [ — Fiffe Sk 265 DNASK TR ) 4 4 2 %8 5 71, LR EAE T MR 4 LA
BLR TR 0 Sk 2 DNAZR TS (1) R4 2 T VA M HE SR 3R TO = AN B SR 4R AL 1 519 7 771
ol IVSE

RT9-2F : TCCTCACACACACTGGTAC ; RT9-2R :GTACGGATGTTGCAGTAG

CRT9-3F1 : CGGTACGAGGATCGCGCAAAC 5 CRT9-3R1 : GCGACCGTCTTCCCACA

CRT9-3F1 : CGGTACGAGGATCGCGCAAAC ; CRT9-3R2 : GTGTCAAGTCGCAAAAAT

3 BRI EE SR 2 7 1A [ — Fivffe Sk 75 DNASE TR ) 4 4 2 5 5 71, FURRAIEAE T- BRI ZE R
2 =N IR S TS 51, AE 47 F 2 BN I R A AP R R -

(1) MK I 2H 23 Hp 4 RS DRI ZHDNA 5

(2O VLA BR (LD B $2 BRI 5 R ZHDNA S AR, FHASORI 25K 2 v i (R K e S PR 51 4 5 134T 2R
Al U S

(345 BR (2D 4 T3 B[R DNA™ M) HEAT HL Dkoker I, LR AIE A2 DNA ™ WK B F 51 IRT9 -
2F /RT9-2RII N7 23bp s 82 1 51 #CRT9-3F1/CRT9-3R11¥ 9353bp ; B F 5| #ICRT9-3F 1 /CRT9—
3R2¥)9483bp.

4 WTBUR)EE SR ST IR IR — Fiffe Sk 265 DNASK JE RS (1) M) 4 % % 5 7 v , LR AEAE T 26 5 5
ke SIS 15 87 P

FI1¥ICRT9-3F1/CRTI-3R1Y I 25 5«

CGGTACGAGGATCGCGCAAACGAGGCTGGGTGGCAGTGGCTCACGCATGTTTTCAGGTGTCAAGTTCTGGGAG
GTCATTTCAGACGAGCACGGCATCGAGCGTGACGGTCTCTACAAGGGCACCAATGACCTCCAGCTTGAGCGCATCTC
CGTCTACTACAATGAGACCGGTGCGAACAAATACGTGCCTCGCGCCGTCCTTATCGACCTCGAGCCTGGTACCATGG
ACGCCGTCCGCGCOGGCCCCCTTGGTGGACTTTTCCGTCCGGACAACTTCGTTTTTGGTCAGAGTGGAGCGGGTAAC
AACTGGGCGAAAGGACGTGAGTGCATTTATTG TGTGGGAAGACGGTCGC

F1¥ICRT9-3F1/CRTO-3R24T I 1) 25 T -

CGGTACGAGGATCGCGCAAACGAGGCTGGGTGGCAGTGGCTCACGCATGTTTTCAGGTGTCAAGTTCTGGGAG
GTCATTTCAGACGAGCACGGCATCGAGCGTGACGGTCTCTACAAGGGCACCAATGACCTCCAGCTTGAGCGCATCTC
CGTCTACTACAATGAGACCGGTGCGAACAAATACGTGCCTCGCGCCGTCCTTATCGACCTCGAGCCTGGTACCATGG
ACGCCGTCCGCGCOGGCCCCCTTGGTGGACTTTTCCGTCCGGACAACTTCGTTTTTGGTCAGAGTGGAGCGGGTAAC

2
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AACTGGGCGAAAGGACGTGAGTGCATTTAT TG TGTGGGAAGACGGTCGCGAAGCACCGTCGTGCATGGAATCGTTGT
TTGTCCCAATGTTAGTCGGTTCGACGCGTCCCTAGCGCGTCGGOGGTGGCATTGTTTGCGGCCCGACTTACCCCATT
ACTGTATATTTTTGCGACTTGACAC

FIYIRTI-2F /RTO-2RY I ¥ 25 TE A5 -

TCCTCACACACACTGGTACATCGTTTACTGACGTGGGTTCTCCCGTTATGTAGTGCGGTAACCAGATCGGTAC
GAGGATCATGCAA-CGAGGCTTGGCGTCAGTGGCTCACGCATGTTTTCAGG TGTCAAGTTCTGGGAGGTCATTTCAG
ACGAGCACGGCATCGAGCGCGACGGTCTGTACAAGGGCACCAATGATCTCCAGCT TGAGCGCATCTCCGTCTACTAC
AATGAGACCGGTGCGAACAAGTACGTGCCTOGCGCCGTCCTCATCGACCTCGAGCCCGGTACCATGGACGCCGTCCG
CGCCGGCCCCCTTGGTGGACTTTTCCGCCCGGACAACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAA
AAGGACGTGAGTGCATTTATTGCGTGGGAAGACAGTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAAT
GTTAGTTGGTTCGACGCGTTCCTAGCGCGTCGGCCGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTT-
TTTGCGACTTGACACGTGCCTGACGGACTTTTCATTCTAGAT TATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCT
TGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAGCACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATG
CGGCAAATCTATTCTTCTACTGCAACATCCGTAC,

5 . QIRUREE SR LTI (1) — it Sk THE DNASK T A ) #0282 i 56 52 J7 vk, HAR iR T4k % E
) 32 DR PR T-A 0 %

SON A -LY/

KIENCBT Sk B~ tubulinE R 2K KT — 45 #Betu-Fl:

ATGCGTGAAATCGTCCACC s Be tu—R2 : GAAGACGGGGGAAAGGAAC s

(2) Y 38 H 12

PCRI¥ & RANF 5 g Mk R20ul : 10 X buffer ZEp 2 ulL,d NTP 1.6 uL, | RiE5l
Y1 ul,r—Tag DNA BE-AHF0.3 L, JEK4 DNA 1 wl, RS EK LB F/KER E20uL;
A 94°CHIAZE 5 min94°CAFME 30s,55°CiB K 30 s,72°CIE{H 1min20s,3L 35
MG 72°C HAEH 20 min;

(3D [ B 2 A
M B HiE W ECDNA [T SO AR ot B b 2 i AT DR A
(4) RARIERE

& Z210uL:2XRapid Tigation Buffer 5uL.PGEM-T Easy vector 1uL.PCR product
1uL.T4 DNA Ligase 1uL.ddH20 2uL.16°Cita AT 16/ )

(O IR =M B A 4N

16 CHERE %5, UK 30min, 42 °CHGEOOFS , 7E 0K 2min % 1k BIDHAa K AT B 2 5
HH, 78 I AMP+TPTG+X-GAL ) [8] AR LB 37 - 575 126 [H P SR B 74

(6 [ b o2 %) A )

PRI LI T A 22 5mI 5 AMP [ LBYRAA 15 5% J 37 [ 1 8055 15 Bl K6 /NI 2 A, i B W
HAAE BVE IR AS AT B WEPCR 4k 22200L, 10 X buffer 2 2 ul,d NTP 1.6 uL, R
51¥1%1 uL,r-Taq DNA B4&EF0.3 ul, BEWL vl, AR HE R 258 /K ER FE 200l KB
SAF 94 CHIAZME 5 min;94°CAZME 30s,55°CiBK 30 s,72°CIEfH 1min20s,3t 35 M
T2 C AL 5 mins.Z i A 190 S50 IR R 48 e i ok DU
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— FhfR L EEDNAR LD O IE R E RE 7755

BAR S
(00011 AR 145 M S 4 TR L e — RISk S DNA SR B0
Tk

EEEA

[0002]  fE3k%E(Hericium erinaceus)RIJREEAMGE T3k, WO 15 4 , 7 Sk 4 o FLwR B £
EVEFRFEHAWME T HNE R R iR E L H A R BT DA B — SR [ 5K
WA oA, AR 3 B AR AR P9 B2 TG T G DY )T DL R AR R K
PE A A R 1L FIRA] AR 2R Ll b X, W44 0 Ll B B T 28 804E A EQ0AE MMM Sk s A 1 = AR
K AHIT R 28 R — e 2 B ARy . B AT BV R TR E R i A P ) 7= X, = B4y
ARLEHEAR T, HE P B A, AR OR /NG 22U b X 9 A R A AR5 AR 7 (H AN K
MRV AR WM SRR R ER LT 27, e T BB A AR, A K A ARk 5k
W ZRTEE ¥4 T B S 3T B A 2 R 7R R 1 H BRI B 1 BB 2, AT 0K B A I Sk o A
(2 G A AR S AR TR Sk = A Al S 'R S A E A E
[0003] O T MRSk ams iR N LR 5 28, G B Sk s 1 U0 I ot b Al B B0 o DA A Sk
1) P B 2 80 B AE RS 0 AL RN L R 4 79 AW e A B L e WL, R
KPR ASBE MR A L oAk 78 o PR AT YRR X 4 o

LZHRRAE
[0004] AR B (1) 52 Et o6 LU R FHTE 2 25 J5 16 245 A Sk s ot P AN AE A 1) BB, 4 4t
—FRT DA AE A PR S A Sk 1 1 BT R, DA T Sk g PR A AR B AR Sk
DNAZK TR I A 3 % %5 58 TT12% 6
[0005] A I EARAR R TT 202

— PsE Sk TEDNASK TEAS () F4 4E S 5 58 T 12 IREENCBT R =k 2 B-tubu Tin BRI ) A K i
17 —%F 51 ¥Betu—F1: ATGCGTGAAATCGTCCACC. Betu—R2:GAAGACGGGGGAAAGGAAC , F) FHiX
1WA E B B AT 3G T-ASCRE VDU, WU E R DI R A 45 A pr immer 5 . 04 34T
IR B 2G 80 T, FIBLASTH A A B — FE B AT 00 , BT CTus ta TWAS A 2478 21 i A%
R IT AT 2 L LL X, R AN S A AR IR T 7, B AR P P EAT 2 #1751 LE X, 78
LRl R FIMEGA 5. 1[9484:7:Neighbor—Joining M4 R4 K% &M, o Bk D% 1HDNAS
TEAB ) 22 A PR 1 BT A 22 A My BT A Sk 2 i PP I & JEDNASK TR A 14 514, FH G 51 it
ATPCR%E AT , 45 R Rl DA 42 HE % Sk T RTO I = MNDNASK TG o 144 42 HH 1) =M S R T DNA
K TEAE 7 3 5 GenBankZ 48 P2 Hh O R R 15 A Mk Sk i B—tubu Tin B PRI (1) R 1 BEAT EL X, &,
K=K P55 0 R I T M Sk 4 7 8 (B A2 AE 22 5, DR S FHIX = A PP 31 AT LUR 7
HIURE A Sk 2 RT9 -5 HA A% Sk 2k ot B X 43 FF 5 B BA I =AN e B ] DA S 5 8 i Sk 3 RTOI &
=5 SIZEP
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[0006] AT W I BOARRCR A  IXRIERAT LU AR A (1) VAl UM NS A iR AL 2t
T4 (2) AT RATEAEYIR A F A ACE T BCE ) dtod s (3) L ] DLAE b ) A UPEIR
i A A (4) VAT DAY 25 R A 5 ( 5) B E R PR S INARAE ; (6) (2 sE AR IR A
() AE IO e 1 I FHOR A BB 7 1A 5 (8) AR A < BT I ok s (9) R th
A S AR 1 4B

[0007] S LAERIIE & Ao HriA ARG, © B A B 48 77 AEBATE = 0 U0 =, X R 5t B i
2552 R S B R TARAR B A A R S A XA TVE R FIFE B b b2 KON E Ak
2, AEIE TR TP n] DR BFR X 7 dt bl , L 38 ) DUSCHUT & P o 45 5 DNASK TR RS BRI AT 7T
R 1A — Rl AR & AT U 735 bRl X AR AR 38 1% 7 R0 R BRI AR AL RIS
R BRI 5 5 S AR R A TR i

B 1 AR
[0008] [K1.R Gk & UMK

FEE1H2.3.2.4. 2. 5 R R TE ST A s 4. 1.4 29 BRI ARR 7 51 s RT16-2
RT16-3ART16HIfCF %S5 51 s HATL JHAL 3 R MR AR R PE B 51 s RT17-1 RT17-2RRT17 AL
KMFF s RT18-2.RTI8-3 NRTISHIAKNEFF sRT19-1 . RT19-2NRT19F KR YE 51 5
RT10-3.RT10-4NRT1OMIALZE L FE A s RT13-1 \RT13-29RT13HI AL # M F1 ; RT12-1 \RT12-2
NRTL2HARR P B s RT9-1 \RT9-3 ARTIRI AR P 51 s RT11-4 RT11-5NRT LI AR A f7
%5 RT14-3 . RT14-4RART14[FC 751 s HOUA-1 JHOUA-2 R MEA T A 2 11 75 %71) s HA2 W HAB A HA
(KRR M7 51 s HOUZ \HOUB A At ¥ AR 3R 14 7 1) s HOUS— 1 \HOUS—2 9 5 I AR 3R 14 77 371 s HOU9-2.
HOU9-3 N AEIHI AR 7 31 5

€2 CRT9-3F1/CRT9-3R1 .CRT9-3F1/CRTI-3R2 ] et 7k A6 I I

] 3 : RT9-2F /RT9— 2R L vk K 01 €]

K4 Fr) 2 EEL A1 —1;

K5 Fr 1) 2 R0 1 —2;

6 Fr 31 2 R 6 1 —3;

K7 Fr ) 2 RN 1 —4;

K8 Fr 2 EEL 2 —1;

K9 Fr o2 B EL 2 —2;

K10: 75 2 HEL AT 2—3.

BARSLEA
[0009] il Sk TEDNASK TR A I AR S 28 e T v, AR D R0 T
L e AR} < (e B LMK 6 i B, 4R SR S WL AR 1
2R R R 24k
3 HEHYDNA;;
AW Sk 7 B BRI T-AbE FE
(D319
PENCBT AL ZEB-tubulin R A& KK T — X 5 #Betu-F1:

5
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ATGCGTGAAATCGTCCACC s Be tu—R2 : GAAGACGGGGGAAAGGAAC s

(2) Y38 H 12

PCRIGAA ZA0F ; JBAR 22201l 10 X buffer ZZp 2 ul,d NTP 1.6 ulL, | Figsl
Y1 ul,r—Tag DNA BE-AHF0.3 L, JEK4 DNA 1 wl, RS EK LB F/KER E20uL;
A 94°CHIAZE 5 min94°CAFME 30s,55°CiB K 30 s,72°CIE{H 1min20s,3L 35
MG 72 CHLEH 20 min;

(3D [ B 2 A
M B HiE W G DNA [T A7) oxet B b 2 i AT DR A
(4) RARIERE

R Z210uL: 2 XRapid Tigation Buffer 5uL.PGEM-T Easy vector 1uL.PCR product
1uL T4 DNA Ligase 1uL.ddH20 2uL.16°Cit#i At 16/ N

(5) IR =M B A 4N

16°CIt R J5 , UK 30min , 42 C IGO0 , 7EVKHE 2min# 1k BIDHSa K AT B A2 &

SRR, 75 A AMP+ TPTG+X-GAL I [E AR LBRE 75 55 I iize B M B TR 7

(6 o I B 2 e

PREL A E ) B s Z25m L 57 AMP [ LBV 750 I, 3712 1 804G $R B M6 /NI 2245, R T
Y B BV MUIR AS AT W PCR , 4 2200l : 10 X buffer 22 2 ul,d NTP 1.6 ulL, R
WG] ul,r-Tag DNA EARF0.3 ul, K1 L, AKX EM EBEF/KERE200L; K
A 94°CTRASE 5 min, 94 CAFE 30s,55°CiBK 30 s,72°CHEM 1min20s,3k 35 4
PEIR; T2 CHIEMR 5 mins . Jo F1% B B AR At A rL oA I o
[0010] 5 RAF VR : X T FH PRI T 3T (R AT
[0011] 6.5

HUHE R AT 1 B P TR V026 22 AR A W) 3EAT PP
[0012] 7 4t P BT AWM B2 - Hr 3R B T DNAZR TR RS ) 22 A8 PR A7 A

7 T PP B 5 Arprimmer5 . O Hodk AT 828 , 49 36 2010 7 51, FIBLASTHLF X 55—
FFHATIZA, R HCTustalWhttp: //www. ebi.ac. uk) XH R T HI IAZ IR /7 51T 2 ik
X Bt RN R AR T B COLBH R LR ) “IRR I Z 507D, AR P T T 2 H Y
Itk L4 (&5 6. KT K8 JEIVKEI10 AL EEL AT —1.1—2.1—3.1—4;FFF
ZHELAT2—1.2—2.2—3"), 7EHLFERE R HIMEGA 5. 111484272 (Neighbor—Joining ) #) %
RGR B G L 1, 8 B THDNAS TR AL I 2 A PEAr s (L4 &5 6. 18]
7 &8 (910 “FHEZELALI—1.1—2.1—3. 1 —4;FHEZE2—1.2—2.2—
3
[0013] 8.1 itHER 5|

TN BT 2 E, AR e 2 AP s B RN R T S AR 51 (B e B2
SRR BRAE By, B 5 W N 6 TS P P I e 5 510D o
[0014] 9 BSEDNAZK I A4

TEWCEE R I IR SR 26 19 S PP DNA R AT PCREE 2, &5 SR R A RTOM =4 T4 31
ESIZE N EEY

RT9-2F :TCCTCACACACACTGGTAC . RT9-2R :GTACGGATGTTGCAGTAG;CRT9-3F1 :



CON 106244701 A w Bg B 4/5 T

CGGTACGAGGATCGCGCAAAC CRT9-3R1:GCGACCGTCTTCCCACA;CRT9-3F1:
CGGTACGAGGATCGCGCAAAC. CRT9-3R2 : GTGTCAAGTCGCAAAAATAE B kb 14 Hi 4674 , LK 2 &3
FEL KR P 5 A o e Bl A 2 ) 45 T AL 514 A0 4 28 e B P R T

(1) MK i 2H 23 o 4 RS PRI ZHDNA 5

(2O VAP BRC) B B B2 DR AHDNA S AR , FH R SCRT IR AL AR 45 S R 514, 13047 38 At Bt

AN 5
(3% R 2O 15 BRI DNA = P AT o wioR: DU, FLRRAIE A2 DNAF= 7 K B R 51 4)

CRT9-3F1/CRT9-3R1 ] y353bp; 5 FH 51 CRT9-3F1/CRT9-3R2[ J9483bp ; . FH 5 HIRTI-2F /

RT9-2RIH723bp.

[0015] UL B =ANRIEAE 51 38 H 208720 KRS0 T
5#)CRT9-3F1/CRTI-3R14 A 46 444 - 353bp
CGGTACGAGGATCGOGCAAACGAGGCTGGGTGGCAGTGGCTCACGCATGTTTTCAGGTGTCAAGTTCTGGGAG

GTCATTTCAGACGAGCACGGCATCGAGCGTGACGGTCTCTACAAGGGCACCAATGACCTCCAGCTTGAGCGCATCTC

CGTCTACTACAATGAGACCGGTGCGAACAAATACGTGCCTCGCGCCOGTCCTTATCGACCTCGAGCCTGGTACCATGG

ACGCCGTCOGCGCOGGCCCCCTTGGTGGACTTTTCCGTCCGGACAACTTCGTTTTTGG TCAGAGTGGAGCGGGTAAC

AACTGGGCGAAAGGACGTGAGTGCATTTATTGTGTGGGAAGACGGTCGC
5#)CRT9-3F1/CRTI-3R2% I i 4% A4 - 483bp
CGGTACGAGGATCGOGCAAACGAGGCTGGGTGGCAGTGGCTCACGCATGTTTTCAGGTGTCAAGTTCTGGGAG

GTCATTTCAGACGAGCACGGCATCGAGCGTGACGGTCTCTACAAGGGCACCAATGACCTCCAGCTTGAGCGCATCTC

CGTCTACTACAATGAGACCGGTGCGAACAAATACGTGCCTCGCGCCOGTCCTTATCGACCTCGAGCCTGGTACCATGG

ACGCCGTCOGCGCOGGCCCCCTTGGTGGACTTTTCCGTCCGGACAACTTCGTTTTTGG TCAGAGTGGAGCGGGTAAC

AACTGGGCGAAAGGACGTGAGTGCATTTATTGTGTGGGAAGACGG TCGCGAAGCACCGTCGTGCATGGAATCGTTGT

TTGTCCCAATGTTAGTCGGTTCGACGCGTCCCTAGCGCGTCGGCGGTGGCATTGTTTGCGGCCCGACTTACCCCATT

ACTGTATATTTTTGCGACTTGACAC
S| MIRTI-2F /RTO-2RY I K] 46 FLAE : T23bp
TCCTCACACACACTGGTACATCGTTTACTGACGTGGGTTCTCCCGTTATGTAGTGCGGTAACCAGATCGGTAC

GAGGATCATGCAA—CGAGGCTTGGOGTCAGTGGCTCACGCATGTTTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAG

ACGAGCACGGCATCGAGCGCGACGGTCTGTACAAGGGCACCAATGATCTCCAGCT TGAGCGCATCTCCGTCTACTAC

AATGAGACCGGTGCGAACAAGTACGTGCCTCGCGCCGTCCTCATCGACCTCCAGCCCGGTACCATGGACGCCGTCCG

CGOCGGCOCCCTTGGTGGACTTTTCCGCCCGGACAACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAA

AAGGACGTGAGTGCATTTATTGCGTGGGAAGACAGTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAAT

GTTAGTTGGTTCGACGCGTTCCTAGCGCGTCGGCGGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTT-

TTTGCGACTTGACACGTGCCTGACGGACTTTTCATTCTAGAT TATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCT

TGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAGCACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATG

CGGCAAATCTATTCTTCTACTGCAACATCCGTAC
DA b SR 86 25 SRIE B FH G ARr S PR 51 mT AR AR Sk 3 RTO -5 405 Sk 2 11 FL A 184 it A X 4

o 25 R ML THERTIR) = ANDNAZE RS FEIX 194 it M A7 28

[0016] 415 bk DA DI ) =Mk ZERTIDNASK T A5 72 1) 55 GenBank # 48 2 v ) K R 1K)

AR B tubuT inZE R FFI (WL “GenBank ™ & A B—tubul i nJ& K ML 25 1 7517 )
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BATLE X, RIIX = AN P 51 5 O R R0 Br G & Sk o 7 B A7 AR 2 57, TR e B I =
A7 F AT AR B iR K 4 RTO -5 HAth (R 46 Sk s B X 43 3, BT AR = AN P B AT DAE 9 %
SEMRSLIERTON % SR 4T .

[0017] R 1. 19 Sk it Pl A4 PR DR AR HE

Fs B RAEH

1 (i3 SRV KRR i SR IR A
2 A SERVLAE AR TTRL ™ X AR
3 fr4 STV LRI (D

4 %5 SETVT AR R DG M B
5 HA TEEE =T

6 199 LA L E

7 AL HRAKA L EE

8 79 SRRV AR PR T SE R AR X B A
9 A3 SERYT AR S PRI T =8 MR X B A
10 RT9 MRILEMRBIR R TH B
11 RT10 HORIT AR R TR 22t

12 RT11 HORIT AR R TR 22t

13 RT12 HORIT AR R TR 22t

14 RT13 HORIT AR R TR 22t

15 RT14 HORIT AR R TR 22t

16 RT16 HORIT AR R TR 22t

17 RT17 HORIT AR R TR 22t

18 RT18 HORIT AR R TR 22t

19 RT19 HORIT AR R TR 22t

By £F AR PR3
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ATGCGTGAAATCGTCCACCTCCAGACTGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTCCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGCGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACCTGACACGTGTCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGETTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTAC
TGATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGAT
CTCGAAGATTCGTGAGGAGTACCCCGACAGAATGATGTGCACGTTCTCTGTCGTGCCCAGTCCCAAGGTCTCCGACA
CCGTCGTTGAAGTAAGTCATGCGCCGTAGCCTAGCGATACTGTTTTCCCTGACATCTGAATAGCCCTACAACGCCAC
GCTCTCAGTTCACCAGCTGGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACGACATCCACT
TCCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGTATCACC
ACTTGCTTGTGTTTCCCTGGTCAGCTGAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAAAC
TATGCCTTGTTTTCATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>RT9-1

ATGCGTGAAATCGTCCACCTCCAGACCGGCCAGGTACTGTGCACTCCTCACACACACTGGTACATCGTTTACT
GACGTGGGTTCTCCCGTTATGTAGTGCGGTAACCAGATCGGTACGAGGATCATGCAACGAGGCTTGGCGTCAGTGGC
TCACGCATGTTTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTGTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCGAACAAGTACGTGCCTCGCG
CCGTCCTCATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCCGGCCCCCTTGGTGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTAtTTTTTGCGACTTGACACGTGCCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
GATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCCGACAGGATGATGTGCACGTTCTCTGTCGTGCCCAGTCCTAAGGTCTCCGACAC
TGTCGTTGAGGTAAGCCATGCGCTGTAGCCTAGCAATACTATTGTCGCTGACATCTGTGAATAGCCCTACAACGCCA
CGCTTTCAGTTCACCAGCTGGTTGAGAACTCTGACGAGACCT TCTGCATTGATAACGAGGCGCTTTACGACATCCAC
TTCCGCACACTTAAGCTGTCGACGCCCACGTACGGTGACCTCAACCACCTTGTGTCCATCGTCATGTCCGGCATCAC
CACTTGCTTGCGTTTCCCTGGTCAGCTCAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTTGTTTCAAA
CTATGCCTTGTTTTCATGAACTTAAACATGCGCAGTTCCTTTCCCCCGTCTTC

>RT9-3

ATGCGTGAAATCGTCCACCTTCAGACCGGCCAGGTACTGTACACTCCTCAGACACGCCGGCGGATCGTTTACT
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GACGTGGGTTCTCCCGATTTGTAGTGCGGTAACCAGATCGGTACGAGGATCGCGCAAACGAGGCTGGGTGGCAGTGG
CTCACGCATGTTTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGTGACGGTCTCTACA
AGGGCACCAATGACCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCGAACAAATACGTGCCTCGC
GCCGTCCTTATCGACCTCGAGCCTGGTACCATGGACGCCGTCCGCGCCGGCCCCCTTGGTGGACTTTTCCGTCCGGA
CAACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCGAAAGGACGTGAGTGCATTTATTGTGTGGGAAGAC
GGTCGCGAAGCACCGTCGTGCATGGAATCGTTGTTTGTCCCAATGTTAGTCGGTTCGACGCGTCCCTAGCGCGTCGG
CGGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATATTTTTGCGACTTGACACGTGTCTGACGGACTTTTT
ATTCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGCACCGA
AGCACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACTCGATGCGACAATTCTATTCTTCTTCTTCTACTGCAACA
TCCGTACTGATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGCGGCACTGGTGCCGGTATGGGTACGC
TGCTGATCTCGAAGATTCGTGAGGAGTACCCGGACAGGATGATGTGCACGTTCTCCGTCGTGCCCAGTCCCAAGGTC
TCCGATACCGTCGTTGAGGTAAGTCACGCGCCGTAGCCTAGCAATACTGTTGTCCCTGACGTATCTGAATAGCCCTA
CAATGCCACGCTCTCAGTTCACCAGCTAGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACG
ACATCCACTTCCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCT
GGCATCACCACTTGCTTGCGTTTCCCTGGTCAGCTCAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTC
GTTTCAAACTATGCCTTGTTTTCATAAACTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>RT11-5

ATGCGTGAAATCGTCCACCTCCAGACTGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGCGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTAtTTTTTGCGACTTGACACGTGTCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGETTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTAC
TGATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGAT
CTCGAAGATTCGTGAGGAGTACCCCGACAGAATGATGTGCACGTTCTCTGTCGTGCCCAGTCCCAAGGTCTCCGACA
CCGTCGTTGAAGTAAGTCATGCGCCGTAGCCTAGCGATACTGTTTTCCCTGACATCTGAATAGCCCTACAACGCCAC
GCTCTCAGTTCACCAGCTGGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACGACATCCACT
TCCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGTATCACC
ACTTGCTTGCGTTTCCCTGGTCAGCTGAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAAAC
TATGCCTTGTTTTCATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>HOU4-1

ATGCGTGAAATCGTCCACCTCCAGACCGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG

10
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CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGTGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGCCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
GATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCCGACAGGATGATGTGCACGTTCTCTGTCGTGCCCAGTCCTAAGGTCTCCGACAC
TGTCGTTGAGGTAAGCCATGCGCTGTAGCCTAGCAATACTATTGTCGCTGACATCTGTGAATAGCCCTACAACGCCA
CGCTTTCAGTTCACCAGCTGGTTGAGAACTCTGACGAGACCT TCTGCATTGATAACGAGGCGCTTTACGACATCCAC
TTCCGCACACTTAAGCTGTCGACGCCCACGTACGGTGACCTCAACCACCTTGTGCCCATCGTCATGTGCGGCATCAC
CACTTGCTTGCGTTTCCCTGGTCAGCTCAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTTGTTTCAAA
CTATGCCTTGTTTTCATAAACTTAAACATGCGCAGTTCCTTTCCCCCGTCTTC

>HOU3

ATGCGTGAAATCGTCCACCTCCAGACTGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGCGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGTCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
GATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCCGACAGAATGATGTGCACGTTCTCTGTCGTGCCCAGTCCCAAGGTCTCCGACAC
CGTCGTTGAAGTAAGTCATGCGCCGTAGCCTAGCGATACTGTTTTCCCTGACATCTGAATAGCCCTACAACGCCACG
CTCTCAGTTCACCAGCTGGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACGACATCCACTT
CCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGTATCACCA
CTTGCTTGCGTTTCCCTGGTCAGCTGAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAAACT
ATGCCTTGTTTTCATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>HOU9-2

ATGCGTGAAATCGTCCACCTTCAGACCGGCCAGGTACTGTACAGTCCTTAGACACGCTGGCGGATCTATCACT
GACGTGGATTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTGTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGTGGACTTTTCCGTCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCGAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACG
GTCACGAAGCACCGTGGTGCATAGAATCGTGGTTTGTCCCAATGTTAGT TGGTTCGACGCGTTTCTAGCGCGTCGGC
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GGTGGCATTGTTTGCGGCCCGACTTACCCAATTACCATATGTTTTTGCGACTGGACACGTGTCTGACGGACTTTTCA
TTCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAA
GCACTTCAAGGTTCGTGCATCCCATCCGTCACGCCACTCGATGCGACGATTTTATTCTACTACTGTAACATCCGTGC
TGATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGCGGCACTGGTGCCGGTATGGGTACGCTCCTGAT
CTCGAAGATTCGTGAGGAGTACCCGGACAGGATGATGTGCACGTTCTCCGTCGTGCCCAGTCCCAAGGTCTCCGACA
CCGTCGTTGAGGTTAGTAACGCGCCGTAGCCTAGCAATACTTTTGTCCCTGACGTATCTGAATAGCCT TACAACGCC
ACGCTCTCAGTTCACCAGCTGGTTGAGAACTCTGACGAGACCTTCTGCATTGATAACGAGGCGCTTTACGACATCCA
CTTCCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGCATCA
CCACTTGCTTGCGTTTCCCTGGTCAGCTCAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAA
ACTATGCCTTGTTTTCATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>4-=5

ATGCGTGAAATCGTCCACCTTCAGACCGGCCAGGTATTGTGCACTCAGATACCCTGGCGGATCGTTTACTGAC
GTGGTTCCTCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGCTCAC
GCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAAGGGC
ACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCGCCGT
CCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGCGGACTTTTCCGCCCGGACAACT
TCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGAGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACAGTCG
TGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGTTGGT TCGACGCGTTCCTAGCGCGTCGGCGGTG
GCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGTCTGACGGACTTTTCATTCTA
GATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAGCACT
CCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACTGATC
TGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATCTCGA
AGATTCGTGAGGAGTACCCCGACAGAATGATGTGCACGTTCTCTGTCGTGCCCAGTCCCAAGGTCTCCGACACCGTC
GTTGAAGTAAGTCATGCGCCGTAGCCTAGCGATACTGTTTTCCCTGACATCTGAATAGCCCTACAACGCCACGCTCT
CAGTTCACCAGCTGGTTGAGAACTCTGATGAGACCT TCTGCATTGTTAACGAGGCGCTTTACGACATCCACTTCCGC
ACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGTATCACCACTTG
CTTGCGTTTCCCTGGTCAGCTGAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAAACTATGC
CTTGTTTTCATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>6

ATGCGTGAAATCGTCCACCTCCAGACCGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGTGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGCGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGCCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
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GATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCCGACAGGATGATGTGCACGTTCTCTGTCGTGCCCAGTCCTAAGGTCTCCGACAC
TGTCGTTGAGGTAAGCCATGCGCTGTAGCCTAGCAATACTATTGTCGCTGACATCTGTGAATAGCCCTACAACGCCA
CGCTTTCAGTTCACCAGCTGGTTGAGAACTCTGACGAGACCT TCTGCATTGATAACGAGGCGCTTTACGACATCCAC
TTCCGCACACTTAAGCTGTCGACGCCCACGTACGGTGACCTCAACCACCTTGTGTCCATCGTCATGTCCGGCATCAC
CACTTGCTTGCGTTTCCCTGGTCAGCTCAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTTGTTTCAAA
CTATGCCTTGTTTTCATAAACTTAAACATGCGCAGTTCCTTTCCCCCGTCTTC

>H9-1

ATGCGTGAAATCGTCCACCTCCAGACTGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGCGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGTCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
GATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCCGACAGAATGATGTGCACGTTCTCTGTCGTGCCCAGTCCCAAGGTCTCCGACAC
CGTCGTTGAAGTAAGTCATGCGCCGTAGCCTAGCGATACTGTTTTCCCTGACATCTGAATAGCCCTACAACGCCACG
CTCTCAGTTCACCAGCTGGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACGACATCCACTT
CCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGTATCACCA
CTTGCTTGCGTTTCCCTGGTCAGCTGAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAAACT
ATGCCTTGTTTTTATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>RT11-5-2

ATGCGTGAAATCGTCCACCTCCAGACTGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGCGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGTCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
GATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCCGACAGAATGATGTGCACGTTCTCTGTCGTGCCCAGTCCCAAGGTCTCCGACAC
CGTCGTTGAAGTAAGTCATGCGCCGTAGCCTAGCGATACTGTTTTCCCTGACATCTGAATAGCCCTACAACGCCACG
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CTCTCAGTTCACCAGCTGGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACGACATCCACTT
CCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGTATCACCA
CTTGCTTGCGTTTCCCTGGTCAGCTGAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAAACT
ATGCCTTGTTTTCATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>RT9-2

ATGCGTGAAATCGTCCACCTCCAGACCGGCCAGGTACTGTGCACTCCTCACACACACTGGTACATCGTTTACT
GACGTGGGTTCTCCCGTTATGTAGTGCGGTAACCAGATCGGTACGAGGATCATGCAACGAGGCTTGGCGTCAGTGGC
TCACGCATGTTTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTGTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCGAACAAGTACGTGCCTCGCG
CCGTCCTCATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCCGGCCCCCTTGGTGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGCCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
GATCTGGTGCTCTAGGCTTCCAGATCACCCACTCCCTTGGTGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCTGACAGGATGATGTGCACGTTCTCTGTCGTGCCCAGTCCTAAGGTCTCCGACAC
TGTCGTTGAGGTAAGCCATGCGCTGTAGCCTAGCAATACTATTGTCGCTGACATCTGTGAATAGCCCTACAACGCCA
CGCTTTCAGTTCACCAGCTGGTTGAGAACTCTGACGAGACCT TCTGCATTGATAACGAGGCGCTTTACGACATCCAC
TTCCGCACACTTAAGCTGTCGACGCCCACGTACGGTGACCTCAACCACCTTGTGTCCATCGTCATGTCCGGCATCAC
CACTTGCTTGCGTTTCCCTGGTCAGCTCAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTTGTTTCAAA
CTATGCCTTGTTTTCATGAACTTAAACATGCGCAGTTCCTTTCCCCCGTCTTC

>RT9-3-2

ATGCGTGAAATCGTCCACCTTCAGACCGGCCAGGTACTGTACACTCCTCAGACACGCCGGCGGATCGTTTACT
GACGTGGGTTCTCCCGATTTGTAGTGCGGTAACCAGATCGGTACGAGGATCGCGCAAACGAGGCTGGGTGGCAGTGG
CTCACGCATGTTTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGTGACGGTCTCTACA
AGGGCACCAATGACCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCGAACAAATACGTGCCTCGC
GCCGTCCTTATCGACCTCGAGCCTGGTACCATGGACGCCGTCCGCGCCGGCCCCCTTGGTGGACTTTTCCGTCCGGA
CAACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCGAAAGGACGTGAGTGCATTTATTGTGTGGGAAGAC
GGTCGCGAAGCACCGTCGTGCATGGAATCGTTGTTTGTCCCAATGTTAGTCGGTTCGACGCGTCCCTAGCGCGTCGG
CGGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATATTTTTGCGACTTGACACGTGTCTGACGGACTTTTT
ATTCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCTGAGGGCACCGA
AGCACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACTCGATGCGACAATTCTATTCTTCTTCTTCTACTGCAACA
TCCGTACTGATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGCGGCACTGGTGCCGGTATGGGTACGC
TGCTGATCTCGAAGATTCGTGAGGAGTACCCGGACAGGATGATGTGCACGTTCTCCGTCGTGCCCAGTCCCAAGGTC
TCCGATACCGTCGTTGAGGTAAGTCACGCGCCGTAGCCTAGCAATACTGTTGTCCCTGACGTATCTGAATAGCCCTA
CAATGCCACGCTCTCAGTTCACCAGCTAGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACG
ACATCCACTTCCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCT
GGCATCACCACTTGCTTGCGTTTCCCTGGTCAGCTCAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTC
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GTTTCAAACTATGCCTTGTTTTCATAAACTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC

>1-6

ATGCGTGAAATCGTCCACCTCCAGACTGGCCAGGTACTGTATATTCCTCAGACACGCTGGCGGATCTATCACT
GACGTGGGTTTCCCCGATATGTAGTGCGGTAACCAGATCGGTACGAGGGTCACGCAACGAGACTGGGCGTCAGTGGC
TCACGCATATCTTCAGGTGTCAAGTTCTGGGAGGTCATTTCAGACGAGCACGGCATCGAGCGCGACGGTCTCTACAA
GGGCACCAATGATCTCCAGCTTGAGCGCATCTCCGTCTACTACAATGAGACCGGTGCAAACAAGTACGTGCCTCGCG
CCGTCCTTATCGACCTCGAGCCCGGTACCATGGACGCCGTCCGCGCTGGCCCCCTTGGCGGACTTTTCCGCCCGGAC
AACTTCGTTTTTGGTCAGAGTGGAGCGGGTAACAACTGGGCAAAAGGACGTGAGTGCATTTATTGCGTGGGAAGACA
GTCGTGAAGCACCGTCGTGCATGGAATCGTCATTTGTCCCAATGTTAGT TGGTTCGACGCGTTCCTAGCGCGTCGGC
GGTGGCATTGTTTGCGGCCCGACTTACCCCATTACTGTATTTTTTGCGACTTGACACGTGTCTGACGGACTTTTCAT
TCTAGATTATACGGAGGGAGCTGAGCTCGTTGACTCCGTCCTTGATGTTGTTCGCAAAGAGGCCGAGGGTACCGAAG
CACTCCAAGGTTCGTGCACCCCATCCGTCACGCCACGCGATGCGGCAAATCTATTCTTCTACTGCAACATCCGTACT
GATCTGGCGCTCTAGGCTTCCAGATCACCCACTCCCTTGGAGGTGGCACTGGTGCCGGTATGGGTACACTCCTGATC
TCGAAGATTCGTGAGGAGTACCCCGACAGAATGATGTGCACGTTCTCTGTCGTGCCCAGTCCCAAGGTCTCCGACAC
CGTCGTTGAAGTAAGTCATGCGCCGTAGCCTAGCGATACTGTTTTCCCTGACATCTGAATAGCCCTACAACGCCACG
CTCTCAGTTCACCAGCTGGTTGAGAACTCTGATGAGACCTTCTGCATTGATAACGAGGCGCTTTACGACATCCACTT
CCGCACACTCAAGCTGTCGACGCCCACGTACGGTGATCTCAACCACCTCGTGTCCATCGTCATGTCTGGTATCACCA
CTTGCTTGCGTTTCCCTGGTCAGCTGAACTCGGATCTTCGTAAGCTCGCTGTCAACATGGGTGCGTCGTTTCAAACT
ATGCCTTGTTTTCATAAATTAAATAATGCGCAGTTCCTTTCCCCCGTCTTC
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